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MOTIVATION EXPERIMENTAL FRAMEWORK
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The presentation of DNA molecules as F_-@-/
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Mathematical modelling of the electrophorosis

splicing system is an
interdisciplinary study between
formal language theory and
informational macromolecules.
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Second order limit language is
an extension of first order limit
language (limit language), L(S)
which is a distinct set of strings
from L(S).

MATHEMATICAL MODELLING CONCLUSION
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strings of L(S), the second order limit language is
presented in the following general form:

Fig. 2 Predicted gel of the second order limit language

In conclusion, it was shown that the second
order limit language is proven to exist through
an experiment. It can be concluded that the
mathematical model of the second order limit
language has been verified experimentally since
the dsDNA molecules produced in the
experiment are as predicted in the model.
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